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Introduction

Sample trapped column injection is an injection strategy
commonly employed in nanobore LC/MS based analysis
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evaluated the relationship between flow rate, analyte
concentration and analyte composition to determine the
effect on chromatographic performance.

Methods & Materials

Data was collected for replicate injections of a 4-peptide
mixture at different concentrations. 5 pmol/pL of 4-Peptide
mixture was injected onto the column until peptide peaks were
detected. Single injection of higher concentration 4 peptide
mixture was injected onto the trap column. Peptide peaks were
detected in 30pmol/pL and 35 pmol/plL injections.

downstream analytical column performance

e Cycle time improvements demonstrated using trap
column loading flow rates up to 10 pL/min.

- Peptide recovery validated at flow rates ranging
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Peak capacity data calculated for 200 fmol/pL and 20pmol/pl 4 peptide standards. Chromatograms

e IntegraFrit trap column (100 ym ID) packed to 2.5 cm
with Proteopep Il C18 5 ym resin

Peptide data extracted from 300 fmol/pL BSA standard chromatograms. Peptides were chosen from
across the chromatogram. The total amount of solvent flowing through the trap column is kept at 10
L, loading time and loading flow rate vary.

Chromatographic separation of 300 fmol/l
BSA standard. Flow rate 10 ul/min. for 5 min

were collected at different loading times and flow rates. Total amount of solvent flowing through the trap

Colomn i 10 L. Peaks extracted from 20 pmol/pL 4-peptide

chromatogram. Loading: 5 min. at 2 pl/min.
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